	引物名称
	引物序列

	3'AOX
	5'-GGCAAATGGCATTCTGACAT-3'

	35s
	5'-GACGCACAATCCCACTATCC-3'

	3'AD
	5'-AGATGGTGCACGATGCACAG-3'

	3'BD
	5'-TAAGAGTCACTTTAAAATTTGTATC-3'

	5'AOX1
	5'-GACTGGTTCCAATTGACAAGC-3'

	ACYCDuetUP1Primer
	5'-GGATCTCGACGCTCTCCCT-3'

	A-FACTOR
	5'-TACTATTGCCAGCATTGCTGC-3'

	AUG1F
	5'-CAATTTACATCTTTATTTATTAACG-3'

	AUG1R
	5'-GAAGAGAAAAACATTAGTTGGC-3'

	BAC1
	5'-AACCATCTCGCAAATAAATA-3'

	BAC2
	5'-ACGCACAGAATCTAGCGCTT-3'

	BGH rev
	5'-TAGAAGGCACAGTCGAGGC-3'

	C-CMV-24
	5'-TTAGGACAAGGCTGGTGG-3'

	CMV-F
	5'-CGCAAATGGGCGGTAGGCGTG-3'

	CMV-Profor
	5'-ATGGGCGGTAGGCGTG-3'

	CMV-R
	5'-GTTCACGGTGCCCTCC-3'

	c-mycrev
	5'-CTCTTCTGAGATGAGTTTTTG-3'

	DEST22F
	5'-TATAACGCGTTTGGAATCACT-3'

	DEST22R
	5'-AGCCGACAACCTTGATTGGAGAC-3'

	DsRed1-C-r
	5'-AGCTGGACATCACCTCCCACAACG-3'

	DsRed1-N-f
	5'-GTACTGGAACTGGGGGGACAG-3'

	DsRed1-N-primer
	5'-GTACTGGAACTGGGGGGACAG-3'

	DuetDOWN1
	5'-GATTATGCGGCCGTGTACAA-3'

	DuetUP2 Primer
	5'-TTGTACACGGCCGCATAATC-3'

	EBV Reverse
	5'-TGTGGTTTGTCCAAACTCAATC-3'

	EBV-R
	5'-GTGGTTTGTCCAAACTCATC-3'

	EGFP-Nrev
	5'-CGTCGCCGTCCAGCTC-3'

	EMCVIRES reverse:
	5'-CCTTATTCCAAGCGGCTTCGG-3'

	GAL4 AD-F
	5'-TACCACTACAATGGATG-3'

	GAL4 BD
	5'-TCATCGGAAGAGAGTAG-3'

	GLP1
	5'-TGTATCTTATGGTACTGTAACTG-3'

	GLP2
	5'-CTTTATGTTTTTGGCGTCTTCCA-3'

	GST-CS（Cfor）
	5'CCAGCAAGTATATAGCATGGCC-3'

	H1primer
	5'-CGCTATGTGTTCTGGGAAAT-3'

	HGHrev
	5'-CTGGGGAGGGGTCACAGGG-3'

	M13(-96)
	5'-CCCTCATAGTTAGCGTAACG-3'

	M13F
	5'-TGTAAAACGACGGCCAGT-3'

	M13F（-47）
	5'-CGCCAGGGTTTTCCCAGTCACGAC-3'

	M13R
	5'-CAGGAAACAGCTATGACC-3'

	M13R(-26)
	5'-CAGGAAACAGCTATGAC-3'

	M13R（-48）
	5'-AGCGGATAACAATTTCACACAGGA-3'

	malEfor
	5'-GGTCGTCAGACTGTCGATGAAGCC-3'

	mtDNA-D-LoopF
	5'-AGGACTACGGCTTGAAAAGC-3'

	mtDNA-D-LoopR
	5'-ATGTGCCTGACCGAGGAACCAG-3'

	Mtfor
	5'-CATCTCAGTGCAACTAAA-3'

	N-CMV-30
	5'-ATAACCCCGCCCCGTTG-3'

	P12584
	5'-TTTTCAGTATCTACGAT-3'

	P17110
	5'-TACCACTACAATGGATG-3'

	P24990
	5'-TCATCGGAAGCGAGTAG-3'

	P31430
	5'-CGTTTTAAAACCTAAGAGTCAC-3'

	PAS2-1F
	5'-TCATCGGAAGCGAGTAG-3'

	PAS2-1R
	5'-CGTTTTAAAACCTAAGAGTCAC-3'

	PB42ADF
	5'-CCAGCCTCTTGCTGAGTGGAGATG-3'

	PB42ADR
	5'-AAGCCGACAACCTTGATTGGAG-3'

	pBAD_F
	5'-ATGCCATAGCATTTTTATCC-3'

	pBAD_R
	5'-GATTTAATCTGTATCAGG-3'

	pbd-gal4-f
	5'-GCCTCTAACATTGAGACAGC-3'

	pbd-gal4-r
	5'-AAGAGTTACTCAAGAACAAGAA-3'

	pbi-121(35s)
	5'-GACGCACAATCCCACTATCC-3'

	pBMN_5'
	5'-GCTTGGATACACGCCGC-3'

	pBRforBam
	5'-CTTGGAGCCACTATCGAC-3'

	pBRforEco
	5'-AATAGGCGTATCACGAGGC-3'

	pBRrevBam
	5'-GGTGATGTCGGCGATATAGG-3'

	pBRrevHind
	5'-GCGTTAGCAATTTAACTGTG-3'

	PBV220F
	5'-AAGAAGGGCAGCATTCAAAG-3'

	PBV220R
	5'-CTGCGTTCTGATTTAATCTG-3'

	pCAMBIA1301-3'(HindIII)
	5'-GCGATTAAGTTGGGTAACGC-3'

	pCAMBIA1301-5'(ECORI)
	5'-CCAGGCTTTACACTTTATGC-3'

	PCDNA3.0-F2
	5'-CTCTGGCTAACTAGAGAACC-3'

	PCDNA3.0-R2
	5'-GGCAACTAGAAGGCACAGTC-3'

	PCDNA3.1F
	5'-CTAGAGAACCCACTGCTTAC-3'

	PCDNA3.1R
	5'-TAGAAGGCACAGTCGAGG-3'

	pCEP Frorward
	5'-AGCAGAGCTCGTTTAGTGAACCG-3'

	PCEP-F
	5'-AGAGCTCGTTTAGTGAACCG-3'

	PCMV-F
	5'-TCTAAAAGCTGCGGAATTGT-3'

	PCMV-F
	5'-TTCCAAAATGTCGTAATAAC-3'

	PCMV-R
	5'-TCCAAACTCATCAATGTATC-3'

	PCMV-R
	5'-ATTATAGAGGACACCTAGTC-3'

	pDBLeu-3'
	5'-CAGATGGAACGGTCTTTAAATG-3'

	pDBLeu-5'
	5'-GAATAAGTGCGACATCATCATC-3'

	PDONR-F
	5'-TCGCGTTAACGCTAGCATGGATCTC-3'

	PDONR-R
	5'-GTAACATCAGAGATTTTGAGACAC-3'

	pDsRED-express-C1-F
	5'-TCCCACAACGAGGACTACAC-3'

	pDSRED-N-R
	5'-TGAAGCGCATGAACTCCTTG-3'

	PEF-F
	5'-TCAAGCCTCAGACAGTGGTTC-3'

	pEGFP1F
	5'-CGGCAGGGTCGGAACAGG-3'

	PEGFP-C-3'
	5'-TATGGCTGATTATGATCAGT-3'

	PEGFP-C-5'
	5'-CATGGTCCTGCTGGAGTTCGTG-3'

	PEGFP-N-3'
	5'-CGTCGCCGTCCAGCTCGACCAG-3'

	PEGFP-N-5'
	5'-TGGGAGGTCTATATAAGCAGAG-3'

	pETup
	5'-ACGATGCGTCCGGCGTAGAGGA-3'

	pGAL4-ADrv
	5'-GAACTTGCGGGGTTTTTC-3'

	pGAL4-BDrv
	5'-AATCATAAGAAATTCGCCC-3'

	pGAP Forward
	5'GTCCCTATTTCAATCAATTGAA-3'

	PGEX-3'
	5'-CCGGGAGCTGCATGTGTCAGAGG-3'

	PGEX-5'
	5'-GGGCTGGCAAGCCACGTTTGGTG-3'

	PIRES2-EGFP-F
	5'-GTAGGCGTGTACGGTGGGAG-3'

	PIRES3-EGFP-R
	5'-AACGCACACCGGCCTTATTC-3'

	pJET1.2-F
	5'CGACTCACTATAGGGAGAGCGGC-3'

	pJET1.2-R
	5'AAGAACATCGATTTTCCATGGCAG-3'

	pLEXA-F
	5'-CGTCAGCAGAGCTTCACCAT-3'

	pLEXA-R
	5'-TAAAACCTAAGAGTCACTTT-3'

	pLNCX-F
	5'-AGCTCGTTTAGTGAACCGTCAGATCG-3'

	pLNCX-R
	5'-ACCTACAGGTGGGGTCTTTCATTCCC-3'

	pLXSN-F
	5'-CTTGAACCTCCTCGTTCGAC-3'

	pLXSN-R
	5'-GTTGCTGACTAATTGAGATG-3'

	pMAL-C2X-F
	5'-TGCGTACTGCGGTGATCAAC-3'

	pMAL-C2X-R
	5'-CTGCAAGGCGATTAAGTTGG-3'

	pMD19T490R
	5'-CACAGGAAACAGCTATGACC-3'

	pMSCV-3'
	5'-GAGACGTGCTACTTCCATTTGTC-3'

	pMSCV-5'
	5'-CCCTTGAACCTCCTCGTTCGACC-3'

	PPC86-F
	5'-TATAACGCGTTTGGAATCACT-3'

	PPC86-R
	5'-GTAAATTTCTGGCAAGGTAGAC-3'

	PQE30F
	5'-TGAGCGGATAACAATTTCAC-3'

	PQE30R
	5'-GTTCTGAGGTCATTACTGG-3'

	pRECEIVER-M03F
	5'-GCGGTAGGCGTGTACGGT-3'

	pRECEIVER-M03R
	5'-CCGGACACGCTGAACTTGT-3'

	Primer TriplEx-LD-5'
	5'-CTCGGGAAGCGCGCCATTGTGTTGG-3'

	Primer TriplEx-LDrv-3' 
	5'-ATACGACTCACTATAGGGCGAATTGGC-3'

	PSG5(BAMHI)-F
	5'-GCTGGTTATTGTGCTGTCTC-3'

	pSG5-3
	5'-GAAATTTGTGATGCTATTGC-3'

	PSG5-R(SV40)
	5'-AAACCACAACTAGAATGCAGT-3'

	Psos3'
	5'-GCCAGGGTTTTCCCAGT-3'

	Psos5'
	5'-CCAAGACCAGGTACCATG-3'

	pTARGET-SEQ
	5'-TTACGCCAAGTTATTTAGGTGACA-3'

	PTR5
	5'-CTCCGAGATCTGGACGAGC-3'

	PTRC99C-F
	5'-TTGCGCCGACATCATAAC-3'

	PTRC99C-R
	5'-CTGCGTTCTGATTTAATCTG-3'

	PTRCHISA-F
	5'-CATGGTATGGCTAGCATGAC-3'

	PTRCHISA-R
	5'-CAGGCTGAAAATCTTCTCTC-3'

	pTrcHis-fw
	5'-TTAAAGAGGTATATATTAATGTATCG-3'

	pTrcHis-rv
	5'-ATCTGTATCAGGCTGAAAATC-3'

	pYes2.R
	5'-TCGGTTAGAGCGGATGTG-3'

	RVP3
	5'-CTAGCAAAATAGGCTGTCCC-3'

	RVP4
	5'-GACGATAGTCATGCCCCGCG-3'

	S.TAG
	5'-CGAACGCCAGCACATGGACA-3'

	S1
	5'-CAACGTGAAAAAATTATTATTCGC-3'

	S6
	5'-GTAAATGAATTTTCTGTATGAGG-3'

	SP6
	5'-ATTTAGGTGACACTATAG-3'

	T3
	5'-ATTAACCCTCACTAAAGGGA-3'

	T7
	5'-TAATACGACTCACTATAGGG-3'

	T7 EEV
	5'-ATGTCGTAATAACCCCGCCCCG-3'

	T7（17BASE）
	5'-ACATCCACTTTGCCTTTCTC-3'

	T7TER
	5'-TGCTAGTTATTGCTCAGCGG-3'

	TKPAreverse
	5'-CTTCCGTGTTTCAGTTAGC-3'

	TRXF
	5'-CATATGAGCGATAAAATTATTCAC-3'

	TRXR
	5'-GGATCCCTTGTCATCGTCATCACCA-3'

	U6
	5'-ATGGACTATCATATGCTTACCGTA-3'

	UB-F
	5'-TCAGTGTTAGACTAGTAAATT-3'

	V5rev 
	5'-ATCGAGACCGAGGAGAGG-3'

	Xpressfor
	5'-AGCATGACTGGTGGACAG-3'

	27F
	5'-AGAGTTTGATCCTGGCTCAG-3'

	515F
	5'-GTGCCAGCMGCCGCGGTAA-3'

	21F
	5'-TTCCGGTTGATCCTGCCGGA-3'

	312F
	5'-TCCTACGGGAGGCAGCAGCT-3

	1492R
	5'-GGTACCTTGTTACGACTT-3'

	1525R
	5'-AGAAAGGAGGTGATCCAGCC-3'

	nu-SSU-0817-5'
	5'-TTAGCATGGAATAATRRAATAGGA-3'

	nu-SSU-1536-3'
	5'-ATTGCAATGCYCTATCCCCA-3'

	ITS1
	5'-TCCGTAGGTGAACCTGCGG-3'

	ITS4
	5'-TCCTCCGCTTATTGATATGC-3'

	ITS5
	5'-GGAAGTAAAAGTCGTAACAAGG-3'


